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Center for International Blood and Marrow Transplant Research

Table 1. Total number of HCTs performed in the United States and reported

Transplant Activity Report Covering 2013-2017

to CIBMTR*
2013-2017
YEAR
2013 2014 2015 2016 2017
N % N % N % N % N Y N
Grand Total | 19,699| 19 20,224| 19 21487 20 21,839 21 22863 22 106,112

*CIBMTR captures data from U.S. fransplant centers for = 95% of allogeneic (unrelated and related) HCT.

CIBMTR captures data for approximately 80% of autologous HCT performed in the United states -- these are

reported voluntarily by HCT centers.
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Table 1 Chimerism analysis of
20 blood and nail samples of bone
marmow tmnsplant patients and
some information conceming
patients

Samples  Ageof Months from Type of GVHD  Donor DNA percentage
patient transplantation conditioning

Blood MNail

sample sample
1 52 3 MNon-myeloablatrve  Yes 100% 0.565%
2 55 5 Myeloablative Yes 100% 1.63%
i 0 2 MNon-myeloablative No 93 7% 0.07%
4 42 1 Myeloablative Yes 100% T.90%
5 53 4 MNon-myeloablatrve  Yes 100% 29 46%
6 67 4 MNon-myeloablatrve  Yes 100% 1.57%
7 67 5 Myeloablative No 98 7% 19.45%
2 Tl 3 Non-myeloablative  No 93.80% 18.32%
9 59 1 Mon-myelmablative No 80.9% 0,68%
10 45 1 Myeloablative No 100% 5.05%
11 57 1 Myeloablative No 9% 14.94%
12 65 3 Mon-myelmablative  No 97 8% 3,20%
13 6l 1 Mon-myeloablative  Yes 98.1% 0,66%
14 6 1 Mon-myelmablative  No 9. 7% 4.065%
15 57 1 Myeloablative No 100% 1.25%
16 55 G Non-myeloablative Mo 98 4% 2331%
17 67 4 Non-myeloablative Mo 99 1% 21.26%
18 58 2 Mon-myelmablative  No 06.97% 3.56%
19 T0 4 Non-myeloablative Mo 97.24% 2 2R%
20 50 3 Mon-myelmablative  No 100% 0%
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Fig. 1 Visualimtion of some InDels (of the 38 analyzed) extracted from donor DNA. The nail sample of the transplanted patient shows very
electropherograms of blood and nail samples belonging to bone marmow dishalanced peaks (alleles that has in common with donor are much
transplant patients, including the donor and recepient’s genotypes. The higher than the receptor alleles), that indicates presence of donor DINA
blood sample of the transplant patient shows a peak comesponding to the in this nail sample. Both cases present chimensm

receptor allele (red circle), so this sample contains both receptor and



Fig. 2 Visualization of D21511
and DTS820, 2 autosomyc STRs
(of the 15 analyzed), extracted
from an electropherogram of
epithehal cells of an epidermis
sample from a bone marmow
transplant patient, and the donor
and recepient’s genotypes. In the
sample of epithehal cells of
epidermis, the two loci possess
peiks of both donor and receptor.
Therefore, this sample shows

chimersm
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Fig.3 Comparison between the time clapsed from transplantation and the
percent donor chimenism i samples of skin epithehal cells isolated in
cutancous biopsy of bonc mamrow transplanted patients
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A case of chimerism-induced paternity
confusion: what ART practitioners can do to prevent

|rﬂ)< ji # )( / i| future calamity for families
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= SREMMERNERKE(N) HEERICA) #& (%)
20075 (H19) 19, 595 1, 089, 818 1. 80
20085 (H20) 21, 704 1, 091, 156 1. 99
20095 (H21) 26, 680 1, 070, 035 2. 49
20105 (H22) 28, 945 1, 071, 304 2.70
20115 (H23) 32, 426 1, 050, 806 3. 09
20125 (H24) 37, 953 1, 037, 231 3. 66
20135F (H25) 42, 554 1, 029, 816 4.13
20145 (H26) 47, 322 1, 003, 539 4. 71
2015%F (H27) 21, 001 1, 005, 677 5. 07
20165 (H28) 54, 110 976, 978 5. 54
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https://gist.github.com/db10913b64d4d0955e2cc36b13995d4d.git

https://github.com/ryamada?2/atom/blob/master/l ect
ures2019/chimeraNGStyping?2020Jan.pdf
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